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1. Introduction

The MED64 Peakmap is an offline data analysis tool that automatically calculates the FPD of the last 30 beats from data files
obtained from FPD (Field Potential Duration) assays on a monolayer sheet-like cardiomyocyte culture. It is designed for assay

protocols evaluating dose-dependent effects of compounds applied in up to eight escalating doses, and it enables one-click batch
processing to obtain results.
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Assumed assay protocol. First, the baseline activity is measured for 10 minutes (data acquisition). Then, the process of adding a dose and

recording 10 minutes of data is repeated seven times. The data will be a maximum of 8 files in total.

A monolayer sheet-like cardiomyocytes culture shows the unique extracellular potential waveform with each beat, as shown in the
figure below. The FPD is the interval (time width) between peaks, defined as the 1st and 2nd peaks. The FPD is considered to be
equivalent to the APD (Action Potential Duration) and drug-induced FPD prolongation is considered a surrogate marker for
predicting the proarrhythmic effects of a drug in a clinical condition (since the FPD is positively correlated with the preceding beat-
to-beat interval, a value corrected for that beat-to-beat interval is used). In Peakmap, a simple algorithm is used to calculate the
FPD and all of the analysis results are displayed in a result table. The total data length of the analyzed interval is displayed in a chart,
and the 1st and 2nd peak positions are indicated by editable cursor lines. By using the seek bar, you can select the time periods to
display, which makes it easier to examine the timing of EAD waveform appearances.
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Extracellular potential of monolayer sheet-like cardiomyocytes culture.

Please note that the analysis does not necessarily require eight data files with eight escalating doses. It is possible to select any 1
through 8 data files with different data recording timings for the batch processing.

The recommended computer operating environment is as follows.

oS : Windows 10 64 bit (32-bit version is not supported.)
CPU : Intel Core i7 equivalent or better
RAM :16 GB

Space required : 64 MB
Display resolution : 1920 x 1080
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2. Installation

SCREEN GROUP

2-1. After double-clicking the installer to install the software, you can use the trial version for 30 days. To continue using the

application, you will need to activate it, so please provide us with the Key ID unique to your PC that appears in the pop-up window,

and we will send you an activation file that matches the Key ID (for Mobius QT users or Peakmap users only).

B Needs to sctivation

To complete the certification process for using the software, please inform s info@amedscicom) of the following key code.

LT o 74 360 Tee 1 4042 3T o dac 200 Te TE b
oK

2-2. Move the activation file to the following folder under the C drive.
C:¥Users¥User name¥AppData¥Local¥MED64 Peakmap¥app

&=| Large icons I [ Group by ~ [] item check boxes 17

5 Small icons - |:|i|Add columns ~ File name extensions |

== Details = i;‘j %Size all columns to fit Hidden items Hld?ts;:;dm

out Current view Show/hide

s Users > BD111004 Hidden items h

Show or hide the files and folders
Date modified that are marked as hidden.

AppData is a hidden item and

must be displayed by checking the "Hidden items" checkbox in the "View" tab of the folder settings.
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. » PC » O-RBFHAT(C) » 2-Y- + MEDSE » AppDawa »
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72€2
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Frve & appsetings
actvaton
MEDSA Bunsticope.ciy
&) MEDSBuUrScope jar
P-7
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e 2

» MEDSA Bursticope + sgp v e

If the activation file is sent as an attached file, it will be named "activation.dat" with the extension.

You can not activate the Peakmap as it is, so please delete the extension ".dat" and move it to the app folder.

2-3. Peakmap can be launched by selecting "MED64 Peakmap" from the "Alpha MED Scientific" folder in the "Start" menu.

-9
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3. Screen Configuration

When Peakmap is launched, two windows, and , appear as shown in the figure below. In the Settings window, you can

enter the analysis conditions, such as the peak search range and threshold values for the FPD analysis, and then click the "Analyze"

" SCREEN GROUP

button to execute the series of processes. The Main window displays the results of the analysis.
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The Settings window consists of the following six tabs.

Data Import Setting of data files, channels, etc., to be analyzed (p. 4).

Peak Line Setting of an peak search range, its pre-processing filters, etc., (p. 5).
Propagation Setting of an excitation propagation diagram (p. 10).

Batch Export Batch output of results obtained from right-clicking on each panel (p. 11).

Log Management  Saving and recalling the analysis settings (p. 11).

Preferences Customizing settings for a chart display (p. 12).

The Main window consists of three areas: a selector for a display channel, a tally table of analysis results, and a switching tab for
displaying the results of the FPD and ISI/Propagation Map analyses. The basic operation of Peakmap is to set the analysis conditions
in the Settings window, execute the process, and check the results in the Main window. The Settings window is automatically closed
after the analysis, but it can be recalled from the menu bar of the Main window. It is also possible to enter the analysis conditions

again to generate the analysis results.

8 MEDG4 Peakmap -- [Ver 1.0.1]

Show Settings Dialog file # i
Tz *[5|s|7|s=s

ﬂ|1n|11|19|12 14 15 16

Bring up the Settings window from the Settings — Show Settings Dialog.
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4. Data File Selection (Data Import Tab)

The data file formats that can be processed for analysis are as follows.

modat Original data format of the MED64 system (MED64 Mobius).
modat (paced) Electric pacing data of the above.
modax Original data format of MED64-Presto (MED64 Symphony).

modax (paced)  Electric pacing data of the above.

Select (limit) the files to be analyzed by clicking @ Data Type in the figure below, then click @ to select the files individually. If the
files to be batch processed are all in one folder, it is also possible to batch select the files in the folder by name. In this case, click (3)
to select the appropriate folder. You do not necessarily need to enter a value in the text box for the name of the compound or dose
to be applied (this is to provide a means of capturing labeling information, but as of December 2018, this function has not been

implemented).

#m Settings X
Data Import | Peak Line | Propagation | Batch Export | Log Management | Preferences
Data Selection
Ic File iype 9 Duration
modat = | single trace = last - 1.0 =
Compound @Channel
File # Dose File name 112
1 20131212_15h57m3 9 %
2 20131212_16h08m3 | ... | =
3 20131212_16h19m2 | ... | =
4 20131212_16h30m2 | ... | =
5 20131212_16h41m3 | ... | =
& * Al
7 * MNone
8 - | o=
@Analgis
9 Select Folder 8 ~ fliles v/ | FFD_peak FPD_end 1st amplitude
2nd amplitude Propagation map
64 Channel Viewer Aanalyze

If you want to analyze only the last minute of a stable response after a compound dosage, for example instead of the entire file length,
limit the analysis ramge with @ Duration (the same condition applies to all files processed in batch). If you do not want to analyze
all 64 channels obtained in MED64-Quad Il, use @ Channel to select the target channels (green: channels to analyze, red: channels
not to analyze). Select the measurement to be calculated by analysis in @ Analysis. ISI is always calculated, but FPD (FPD_peak; 1st
peak to 2nd peak interval), FPD_end (FPD_end; 1st peak to 2nd peak end interval), 1st peak amplitude (1st amplitude), 2nd peak
amplitude (2nd amplitude), and propagation delay map (Propagation map) can be selected individually. Unchecking the unnecessary

items will reduce the processing time required to obtain the analysis results.

Analysis
v | FPD_peak FPD_end 1st amplitude

2nd amplitude Propagation map

A similar selection and input are required for the other tabs, but since the default values have been entered beforehand, the analysis
process can be executed by clicking the "Analyze" button after the file is selected. Peakmap has a "last state preservation specification,”
which means that all the information you selected and entered is saved when you close the program and is recalled when you start

the program again.
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5. Peak Detection -Peak Line Tab-

" SCREEN GROUP

o Settings x

Data Import | Peak Line | Propagation | Batch Export | Log Management | Preferences

) Pre-fittering @ searching EAD
Alert abnommal FPD  mean = I) 5 =3D

Highpass Mone - 1 .
Lowpass MNone - 5000 Hze‘w'avefon'n Drawin
v | Adjust offset
v'| Smoothin:
@ ¢ A) Subtract mean amplitude of the following range ...
MAveraging window size prelpost 5 ms 20 ) betore | ;
T to ms re 1st peal

Awoid emeothing the following range ...

B Poincare Plot { STV
amplitude SD over pre/pos: ) 5 > C) 20
ms

Index FPD_end -
Peak Detection Filsf e
- D) 1st E) F) G) 2nd H)
+Threshold -Threshold postl postl post2 peak

1 0.2 -0.2 600 300 600 Max

2 0.2 -0.2 600 300 600 Masx

3 0.2 -0.2 600 200 600 Max

4 0.2 -0.2 600 300 600 Masx

5 0.2 -0.2 600 200 600 Max
G4 Channel Viewer Aanalyze

@ Peakmap can also apply filtering as a preprocessing step for FPD analysis, but there is a limit of 5000 Hz only for the upper limit
of the low-pass filter. @ Smoothing can be applied to remove high-frequency noise components from the waveform, which results
in a clearer waveform. By default, the waveform is averaged over A) 5 ms before and after the data point (5 ms / 0.05 ms sampling
period = 100 points, 201 points in total) and the moving average is plotted. In this case, if the 1st peak component is smoothed, its
shape will be corrupted from the original waveform, making accurate detection of the 1st peak difficult. Therefore, smoothing is
limited to the range that excludes the 1st peak component. In the default setting, the SD (standard deviation) is calculated in the
range that is B) 5 ms before and after the data point. In the converted chart, the time range exceeding the amplitude threshold of C)
20 pV is considered to be the 1st peak range. @ Peakmap searches for a pair of peaks, as shown in the figure below, and the

difference between them is the FPD.

Display Single Channel - file1
T e
amplitude #hresheld-
0.10
0.05 ’ !
0 =fomzeene B tr ! mme g E N R EEE I EEEEEEEEEEEEEEEESsEEEsEEssiEEEsiss

The black solid line is the waveform ! 7 ‘_ _______________________________________________________

de (mV)

after smoothing and offset

_)
-0.20 T T T T T T T T T T 1

303.08 30318 303.28 303.38 303.45 303.58 303.68 303.78 303.88 303.95 304.08

Duration | 1 5 - < ¥

Phase 1: Search for the 1st peak
The peak that appears immediately after the intersection with D) the amplitude threshold (+ for +, — for -) is detected as the

1st peak. The next peak is not searched for until the range specified in E) post1.

Phase 2: Seach for the 2nd peak

Starting from the 1st peak, H) the maximum value in the range from F) post1 to G) post2.
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When searching as pacing data, the search algorithm is different because the stimulus artifact exists before the 1st peak.

Peak Detection Display Single Channel - file1
h Artjifact 9 1st - Paced M) 230 i search range
+Thresh... -Threshold  post1 post2 Min [ s 156% kartifact || 15t peak
1 0.2 02 3 50 0.1 E 11 | artifact
@ 050
2 0.2 02 3 50 0.1 Z threshold
= 0
3 0.2 -0.2 3 50 0.1 S _sp -
E 1st peak
4 02 02 3 50 01 < hreshold
150 i : thresho
5 02 02 3 50 0.1 1800 11801 118.02
Duration | 015 ~ abnormal FFD | ©
Condition table when paced data is selected. Artifacts in paced response.

Phase 1: Search for the stimulus artifact peak
The peak that appears immediately after the intersection with J) the amplitude threshold (+ for +, — for -) is searched for as the

artifact peak.

Phase 2: Search for the 1st peak
Starting from the artifact peak, — peaks are searched for in the range from K) post1 to L) post2. If it is deeper (smaller) than M)
Min, it is identified as the 1st peak. (When creating the propagation diagram, priority is given to the — peak, which is relatively

easy to obtain for all electrodes.) If it is shallower (larger), the + peak between K) post1 and L) post2 is identified as the 1st peak.

Phase 3: Search for the 2nd peak

Starting from the 1st peak, it is H) the maximum value in the range from F) post1 to G) post2.

For FPD_end, which was added in version 210112_3 or later, the following algorithm is used to search for the end of the 2nd peak.

20m|

Step 1: For the interval from 20 ms after the 2nd peak to 20 ms before the next 1st peak, the slope with the data point 5 ms

ahead is calculated by 1 pt in a progressive manner.
Step 2: The first point that is greater than or equal to 0 is the end of the 2nd peak.

O The FPDs exceeding I) x times SD over the average of the FPD of all beats in the data file are highlighted as abnormal FPDs.

Display Single Channel - file5

0.20 4 53 3 52 1 51 20 50 4
s 010
E o005
] 0 Ty i R, T N . P, - -
E 0.05
' 577 6.27

E abnormal FPD

T 1
677 727 7T 827 877 8.27 877 1027

Duration | 55 = || abnomal FPD | ¢ e

Abnormal FPD waveforms serve as a guide when searching for EAD waveforms. For data files containing abnormal FPDs,

the abnormal FPD button becomes active and each click moves the seek bar to the corresponding range.
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@ |If the FP waveform is displayed out of range due to baseline fluctuations, the average value calculated for each beat in the specified
range immediately before the 1st peak is divided from the FP waveform for that beat (offset (zero point) correction per beat) and

displayed.

6. Main Window
6-1. FPD and ISl Tab

8 MEDS4 Peakmap (budd-20210112) - o x
reo
Channel Selector file # Index solanlasi izl sl acil el il v b el il donsialias Lisg sl gl 9 2 ID ch flel file2 file3 filed file5 file file7 filed
1 ] 1003 1003 1003 1003 1003 1004 1006 1003 989 996 1001 1004 988 985 1007 1001 1002 1003 1000 1000 1004 1007 100 1 7 311 424 3B
FPD_peak 3310 312 32 34 3 312 309 310 M3 312 312 32 33 31 09 309 312 310 311 309 313 3
2 18! 1082 1084 1083 1084 1082 1081 1082 1083 1082 1082 1080 1081 1080 1081 1080 1081 1078 1080 1079 1079 1078 1078 107
FPD_peak 439 47 a2 438 439 434 437 439 M6 431 433 435 40 437 437 433 45 434 430 430 47 41 43
3 18! 1402 1406 1399 1401 1402 1401 1402 1401 1404 1403 1403 1404 1403 1403 1402 1403 1402 1400 1400 1400 1399 1399 140
FPO_peak 370 417 403 416 389 418 304 389 401 412 307 400 402 304 415 399 420 427 34 47 412 416 40
Add Data Delete Data Show Summary

| 70 ana 151 | Propagation Map

Display Single Channel - filel Display Single Channel - file2 Superimposed FP Waveforms
020 4 Lo & - 4 3 2 4 020 o+ % 1 B 3 ; : 1 010
! : 5
e T DR I T O (I i P { F—y §°°’ i\
3 0+ s 0 2 o
2 oo = 2 o0 o r H o~ N\—
B o010 8 910 <005 :
£ H |
020 T T T T T T T T T J 220 T T T T T T T T T J 010
5000 5100 5200 5300 5400 5500 5500 57.00 5800 59.00 6000 5000 5100 5200 5300 5400 5500 56.00 57.00 5800 5900 6000 ) 220 330 440 550 660 770 1000{
Ouration 10¢ Duraton 10~ Time (ms)
Display Single Channel - file3 Display Single Channel - file4 Files | 4 A
020 - CVELEERY T S 4. 3. L i 1 e Polncare Plot
s o . S — Waveform chart for File #4 2
§' ooz A'L A'L A'L AN AR . 550
2 oo The result is not displayed
s 0.10 - . . =
435 3 ] . . D ; i ; ) ( because no file is selected :
5000 5100 5200 5300  S400 5500 600 5700 5800 5000 6000 < 450
Ouration | 10 = Duraon | 10c = i
Display Single Channel - files Display Single Channel - file6 g 400
. . 350
Waveform chart for File #5 Waveform chart for File #6
300
The result is not displayed The result is not displayed R e
because no file is selected because no file is selected Short Term Variability of FPD_peak
filel fie2 file3 filed fileS file6 fie7 file2
Duration 10« = Duraton 10 < \ 4 104 365 1318
V) St ered dta ) Poak e st 1 D223

Cursor lines indicating the 1st and 2nd peak positions are shown on the waveform chart. The numbers are assigned in descending
order, with the last FP waveform in the data file being 1 (strictly, the 2nd beat from the last). The result table displays the FPD and
ISI for the 30th to 1st beats from the last.

Right click on-the w. veform

Display Single Channel - file1 Display Single Channel - file1
3 3
020 020 —number-to-correct the peak
Specify arange:
s o S 010
E 005 E o005
a o 2 0
E .05 E 0.05
o o
5 -0.10 5 -0.10
< <
020 T T T T T T T T T 1 0.20 T T T T T T T T
3933 39.43 3953 3963 3973 3983 39.93 4003 4013 4023 4033 3933 3943 3953 3963 3973 3983 3993 4003 4013 4023 4033
Duration | 1< - < L4 Duration | 15 & < k4

Tl L A - . .
Display Single Channel - filel e peak positoiris hmmﬂ;gle Channel - filel From-the ”ght eliek menu,

o o 0 I 1

020 to the maximum or minimuri’ —undochanges
2 oo - value_of the specified range s, Copture Image
R . N o N Cony Dot s
g gl H py Data e ——
g o 7 2 o
£ £ 0.10 oot
< < nde

-0:20 T T T T T T T T T 1 -0.20 T T T T T — T T

3933 39.43 39.53 39.63 3973 39.83 39.93 4003 4013 4023 40.33 3933 39.43 39.53 3963 3973 39.83 3993 4003 4013 4023 40.33
Duration | 1< B < 4 Duration | 1« & < e

Left-clicking and dragging a number moves the cursor line indicating the peak, and the peak position can be modified accordingly.
After specifying the range by left-clicking and dragging, the cursor line (peak) can be adjusted to the maximum or minimum value
of the specified range by right-clicking on that number. After modifying, right-click on the peak line and select "Reset peak line" to
undo all modifications or "Undo" to return to the previous modification. The changes are immediately reflected in the result table

and the changes are highlighted in red as history.

.
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figd isdex ¥ H B W H B M F- I F) LU ]
1 P 10E3  103F 103F 1033 1003 103 1038 1003 08D E a6 10 10-.‘;4! i '21 '2“ 19
FFD 311 30 32 32 34 311 32 e 30| 13 .2 Mz| 312
F i AR 10 108 1034 1037 103 10F 103 14T 1082 1030 1M1E 1034 ggﬁ' 1001 1']0'4
FFD 438 417 4127 418 43 44 417 439 M6 | 41 418 435] 448
3 I 1SIR 1806 1M 18H 18I 18 1812 18H 18 TRITTHITC "I'ﬂ-l'l 1831 31 3’ 458 31 2

FFD 370 4iF M0 416 M8 41 3 M8 41 412 30 48 4 1082 1080 1081
431 438 435

6-2. Result Table
It displays all of the FPD and the ISI (the interval between the 1st peak and the 1st peak of the previous beat) for the last 30 beats
of the data file. This table can be saved to the clipboard from the right-click menu and pasted into Excel or another spreadsheet.

There is also the option to save the result values in the "MED64 Composer" format (*no longer distributed).

file # index 30 29 28 27 26 25 24 23
1 151 &35 835 835 836 835 834 329 &3
FFD_peak 306 306 312 305 303 306 303 30
FPD_peak 337 Copy fo clipboard 334 33
3 151 022 Copy to clipbeard for MEDG4 Composer format o138 92
FPD_peak 384 copy data of all detected beats to clipboard 380 kL
4 131 933 Capture Image 936 93
FPD_peak 458 =P g 468 46
E 11 1227 Delete selected row 187E 187
€
Result Table.

If you also select the 1st peak amplitude as an analysis item in the Settings window and run it, the result will be inserted into the
result table as shown in the figure below. Note that the search range of the peak for which the amplitude is calculated is defined
internally by the program and is not a setting item (in the case of spontaneous activity, when the 1st peak is detected as the +/-

peak, the search range of the —/+ peak is +10 ms of the +/— peak. For the pacing data, the range is +1 ms).

file # index 30 2

1 I8 1003 1 file # index 30 2
FPD_peak 311 ] si e 1

2 IS ...%::...-4'182.._1____-- T 211

D pek e, B9 1™ st ~ampiitude 3.50
"'-~..,_~ 1 ist-amplitude 435
Sad I 1st+amplitude 785 ]

el

sl Jstslone 1308 1
2 ISl 1082 1

Click "Add Data" under the summary table on the right of the result table to calculate the corrected FPD (FPDcF) using the Fridericia
correction formula from the FPD and the ISI of the last 30 beats, and add it to the summary table one row at a time. By clicking
"Delete Data," the last row of data added to the table can be deleted. The data added to the summary table will remain when the

data file is updated for a reanalysis.

2 1 ID ch file1 file2 file3 file4 file5 file6 file7 file8

963 963" 1 6 358 301 446 443 390 - - -
345 339 2 17 348 396 428 470 391 = = -

036 984
397 396
1018 1019
436 424
675 812
306 483
4744 17-1;.- b Add Data Delete Data Show Summary

Summary Table.
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Clicking "Show Summary" displays a graph of the mean+SEM of the FPDcF displayed in the summary table, and the averaged FP

waveform for the last 30 beats. Both of these graphs and typical waveform examples can be saved as images (Capture Image) or

" SCREEN GROUP

values (Copy Data) using the right-click menu.

¥ Summary - P4

% change of FPDcF
3939

% change of FPDcF
5

Typical Example of FP Waveform
File1

J S, File2
File3

>
E
— . i
& S Filed
P Files —
50 ms

Typical Example of FP Waveform

B sl N
I

—

6-3. Superimposed FP Waveforms Panel
This is a chart showing all detected FP waveforms superimposed in each data file. Please refer to this chart as a guide to determine

if there are any waveform corruptions or appearances of EAD waveforms before the last 30 beats in the analyzed data file. Right-

click to save the image to the clipboard.

Superimposed FP Waveforms
0.20

0.10
0.05

=
L

7?'— =

mplitude (mV)

&
&

onceine 18
T T |
-0.20 T ! T !
0 220 330 440 550 660 770 830 1005
Time (ms)

Al
&
=

File# | g5 -

6-4. Poincare Plot Panel

The plot is based on the last 30 beats of each data file on the horizontal axis, and the values of the beats immediately following the
last 30 beats on the vertical axis, for the measurement specified in the "Peak Line" tab of the Settings window. Any variation in the
per-beat value will result in a spread in the plot of the corresponding data file. By default, all data files are displayed in the same
color. The color can be changed for each data file in the "Preferences" tab of the Settings window. You can also uncheck the

checkbox at the bottom to hide data files, such as those that contain EAD waveforms or that show anomalous values. Right-click

to save the image to the clipboard.
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Poincare Plot
600

550

: N
| - ' 450 3
Poincare Plot/ STV 3 |
i
o
index | v FPD_peak |||E e
350
FPD_end :
Flle#
. 00
1st +amplitude 300 350 400 450 500 550 600
FPD_peak_n
1 st -amplltude Short Term Variability of FPD_peak
post P
) filel | file2 | file3 filed | file5 | file6 file7 | fileB
1st zamplitude 191 202 220 591 1571 — -

Showfile # ¥ 1¥|2|¥|3|v|4]| |5

1st slope

6-5. Short Term Variability of FPD Table

For the last 30 beats of each data file, this is an index that quantifies the variability of FPD per beat using the formula shown below.

ZlFPDn+1 _FPDnl
30 x V2

STVepp =

Numerical information can be saved to the clipboard by right-clicking on the table.

7. Propagation Delay Map -Propagation Tab-

Peakmap can calculate the time difference between 64 channels based on the time information of the detected 1st peak, and it can
draw a propagation delay 2D map based on this information. When pacing data is selected, the propagation delay map is created
based on the delay time of the 1st peak from the stimulus artifact (as of August 2018, the function for creating propagation delay

map for modax data has not been implemented).

M Settings *

Data Import | Peak Line | Propagation | Batch Export | Log Management || Preferences

Propagaticn Map

Electrode spacing 150 | Distance between electrodes of MED probe used
Stimulus channel F1 1 Ml For pacing data, select stimulus ch
Stimulus channel F2 1 BN (for single-channel stimulation, select same ch for F1 and F2)

Maximum value en colorbar v | Autoscale Color di5P|ay range of propagation delay time

msec

Colorbar division 10 Al Number of color display divisions for propagation delay time
N

Interpolation Limear 1/2

Number of linear interpolations between channels

ST S ) O ./ Display of channel number on/off

A1 Well Viewer Aanalyze
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Conduction map - filel

SCREEN GROUP

file1 | file2 file3
163 3 158
169 3 139
167 3 168
172 3 160
169 3 154
170 3 157
157 3 153
162 3 15
161 2 154

Velocity
filed file5 file

From the top, the final 30th beat, followed by 29th, 28th, --- 1st.

The "Propagation” tab, which shows the results, displays a propagation delay map for each data file, and to the right, the

propagation velocity for each of the detected beats. The propagation velocity is calculated based on the time difference and

distance between the two channels, referring to the earliest and latest channels of the appearance time of the 1st peak. When

pacing data is selected, the propagation velocity is calculated based on the latest channels between the artifact peak and the 1st

peak.

8. Batch Export of Results

-Batch Export Tab-

This function batch outputs the numerical data and the image data that are obtained from the right-click menu on each panel of a

result table, waveform chart, etc. The items to be output can be selected individually using the check boxes, and the output file

name can be specified in a text box. By clicking "Batch Export," the files for each item are individually exported to a specified folder.

9. Saving and Recalling Analysis Logs

Export Folder

o -

Summary Table
v | All data (csv)
All data
¥ | FPDCF table (csv)
FEDcF table

I Batch Export E Cllsers\BD 1111

Specify the location to output

-Log Management Tab-

Filter settings and other information obtained during analysis can be saved and recalled (results cannot be saved or recalled). In this

case, only the first file of data used in the analysis is saved. Any text can be entered in the memo field.
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= T = T
Seifing Log
I N S N N N S S SN S S S S S S S S S S S S S S S S 1
i File name !
| 20131212_15h57m35s_39-DMSO.modat ismunthing L. 0.1Hz
| 20140417_14h07m30s_0uM_E4031.modat :;moothingEU\ A2ty
| e o o e e e o -

10. Display Customization -Preferences Tab-
The appearance of the chart, such as its line thickness and background color, can be customized to your liking from the

“Preferences” tab of the Settings window.

im settings b4
Data Import | Peak Line | Propagation | Batch Export | Log Management | Preferences
Display Single Channel Poincare Plot % change of FPDcF
Line color M Gray ~ File1 color #d2.. ~ Line color M Black ~
Filtered line color | [l Black - File2 color Fpd.. - Background color Whi.. =
Line width 1.0 - File3 color W #36.. - Grid line color M Black -
B d col Whi.. = File4 col #78.. -
ackground color : flet molar o Typical Example of FP Waveform
Peak line width 1.0 hd File5 color MW #5a. -
File1 color W 200.. -
Grid line wadth 1.0 - File6 color W #3c. -
File2 color MRed ~
Grid line color M Black ~ File7 color M #le. ~
File3 color ed.. -
File& color M Black -
Propagation Filed colar M Zaa. ~
Background color Whi.. = -
- File5 color Blue -
W Blue Grid line colar MW Elack -
File§ color #ba.. =
File7 color B #%a. -~
B Red - Filed color 240, -
Restore Classic Restore Default
64 Channel Viewer Aanalyze

11. Change Allocation of Memory Used
MED64 Peakmap is configured by default to use up to 10 GB of memory (assuming a 12 GB PC, leaving 4 GB free for other
processing). If you have a PC with sufficient memory size, you can increase the limit to improve processing speed.
Open the MED64 Peakmap.cfg file in a text editor at
C/user/user name/AppData/Local/MED64 Peakmap/app

Correct the below (e.g., Xmx12000m — Xmx16000m for 12 — 16 GB) and save it to change the memory used.

[JVMOptions]
-Xmx12000m
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This document is subject to change without notice. Reproduction or reprinting of this document, in whole or in part, without the
permission of the copyright holder, Alpha MED Scientific Inc., is prohibited. Although every possible care has been taken in
preparing this document, the authors assume no responsibility for any errors or omissions in the descriptions in this document, or
for any damages that may result from these errors or from the programs or source code described in this document. In no event

shall the publisher or authors be liable for any direct or indirect damages resulting from the use of this document.

© 2019 Alpha MED Scientific Inc. Y All rights reserved.
Version: 190704

B Manufacturing

Alpha MED Scientific, Inc.

Saito Bio-Incubator 209, 7-7-15, Saito-asagi, Ibaraki, Osaka, 567-0085, Japan
E-mail: support@med64.com

Website: https://alphamedsci.com/english

B Sales & Technical Support
SCREEN Holdings Co., Ltd. Bioscience & Pharmaceuticals
Furukawa-cho 322, Hazukashi, Fushimi-ku, Kyoto 612-8486, Japan

Website: https://screen-cell3imager.com/english
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